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tctctgatgt tagcggcgga cgggtgagta acacgtggat aacctaccta taagactggg
ataacttcgg gaaaccggag ctaataccgg ataatatttt gaaccgcatg gttcaaaagt
gaaagacggt cttgctgtca cttatagatg gatccgcgct gcattagcta gttggtaagg
taacggctta ccaaggcaac gatgcatagc cgacctgaga gggtgatcgg ccacactgga
actgagacac ggtccagact cctacgggag gcagcagtag ggaatcttcc gcaatgggcg
aaagcctgac ggagcaacgc cgcgtgagtg atgaaggtct tcggatcgta aaactctgtt
attagggaag aacatatgtg taagtaactg tgcacatctt gacggtacct aatcagaaag
ccacggctaa ctacgtgcca gcagccgcgg taatacgtag gtggcaagcg ttatccggaa
ttattgggcg taaagcgcgc gtaggcggtt ttttaagtct gatgtgaaag cccacggctc
aaccgtggag ggtcattgga aactggaaaa cttgagtgca gaagaggaaa gtggaattcc
atgtgtagcg gttaaatgcg cagagatatg gaggaacacc agtggcgaag gcgactttct
ggtctgtaac tgacgctgat gtgcgaaagc gtgggaatca aacaggatta gataccctgg
tagtccacgc cgtaaacgat gagtgctaag tgttaggggg tttccgcccc ttagtgctgc
agctaacgca ttaagcactc cgcctgggga gtacgaccgc aaggttgaaa ctcaaaggaa
ttgacgggga cccgcacaag cggtggagca tgtggtttaa ttcgaagcaa cgcgaagaac
cttaccaaat cttgacatcc tttgacaact ctagagatag agccttcccc ttcgggggac
aaagtgacag gtggtgcatg gttgtcgtca gctcgtgtcg tgagatgttg ggttaagtcc
cgcaacgagc gcaaccctta agcttagttg ccatcattaa gttgggcact ctaagttgac
tgccggtgac aaaccggagg aaggtgggga tgacgtcaaa tcatcatgcc ccttatgatt
tgggctacac acgtgctaca atggacaata caaagggcag cgaaaccgcg aggtcaagca
aatcccataa agttgttctc agttcggatt gtagtctgca actcgactac atgaagctgg
aatcgctagt aatcgtagat cagcatgcta cggtgaatac gttcccgggt cttgtacaca
ccgcccgtca caccacgaga gtttgtaaca        
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Figure 66.1 Base Sequences for Bacterium A.

taacacgtgg ataacctacc tataagactg ggataacttc gggaaaccgg agctaatacc
ggataatata ttgaaccgca tggttcaata gtgaaagacg gttttgctgt cacttataga
tggatccgcg ccgcattagc tagttggtaa ggtaacggct taccaaggca acgatgcgta
gccgacctga gagggtgatc ggccacactg gaactgagac acggtccaga ctcctacggg
aggcagcagt agggaatctt ccgcaatggg cgaaagcctg acggagcaac gccgcgtgag
tgatgaaggt cttcggatcg taaaactctg ttattaggga agaacaaatg tgtaagtaac
tatgcacgtc ttgacggtac ctaatcagaa agccacggct aactacgtgc
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Figure 66.2 Base Sequences for Bacterium B.
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gcctaataca tgcaagtaga acgctgagaa ctggtgcttg caccggttca aggagttgcg
aacgggtgag taacgcgtag gtaacctacc tcatagcggg ggataactat tggaaacgat
agctaatacc gcataagaga gactaacgca tgttagtaat ttaaaagggg caattgctcc
actatgagat ggacctgcgt tgtattagct agttggtgag gtaaaggctc accaaggcga
cgatacatag ccgacctgag agggtgatcg gccacactgg gactgagaca cggcccagac
tcctacggga ggcagcagta gggaatcttc ggcaatgggg gcaaccctga ccgagcaacg
ccgcgtgagt gaagaaggtt ttcggatcgt aaagctctgt tgttagagaa gaatgatggt
gggagtggaa aatccaccaa gtgacggtaa ctaaccagaa agggacggct aactacgtgc
cagcagccgc ggtaatacgt aggtcccgag cgttgtccgg atttattggg cgtaaagcga
gcgcaggcgg ttttttaagt ctgaagttaa aggcattggc tcaaccaatg tacgctttgg
aaactggaga acttgagtgc agaaggggag agtggaattc catgtgtagc ggtgaaatgc
gtagatatat ggaggaacac cggtggcgaa agcggctctc tggtctgtaa ctgacgctga
ggctcgaaag cgtggggagc aaagaggatt agataccctg gtagtccacg ccgtaaacga
tgagtgctag gtgttaggcc ctttccgggg cttagtgccg gagctaacgc attaagcact
ccgcctgggg agtacgaccg caaggttgaa actcaaagga attgacgggg gcccgcacaa
gcggtggagc atgtggttta attcgaagca acgcgaagaa ccttaccagg tcttgacatc
ccgatgcccg ctctagagat agagttttac ttcggtacat cggtgacagg tggtgcatgg
ttgtcgtcag ctcgtgtcgt gagatgttgg gttaagtccc gcaacgagcg caacccctat
tgttagttgc catcattaag ttgggcactc tag
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Figure 66.3 Base Sequences for Bacterium C.

ggtaccactc ggcccgaccg aacgcactcg cgcggatgac cggccgacct ccgcctacgc
aatacgctgt ggcgtgtgtc cctggtgtgg gccgccatca cgaagcgctg ctggttcgac
ggtgttttat gtaccccacc actcggatga gatgcgaacg acgtgaggtg gctcggtgca
cccgacgcca ctgattgacg ccccctcgtc ccgttcggac ggaacccgac tgggttcagt
ccgatgccct taagtacaac agggtacttc ggtggaatgc gaacgacaat ggggccgccc
ggttacacgg gtggccgacg catgactccg ctgatcggtt cggcgttcgg ccgaactcga
ttcgatgccc ttaagtaata acgggtgttc cgatgagatg cgaacgacaa tgaggctatc
cggcttcgtc cgggtggctg atgcatctct tcgacgctct ccatggtgtc ggtctcactc
tcagtgagtg tgattcgatg cccttaagta ataacgggcg ttacgaggaa ttgcgaacga
caatgtggct acctggttct cccaggtggt taacgcgtgt tcctcgccgc cctggtgggc
aaacgtcacg ctcgattcga gcgtgattcg atgcccttaa gtaataacgg ggcgttcggg
gaaatgcgaa cgtcgtcttg gactgatcgg agtccgatgg gtttatgacc tgtcgaactc
tacggtctgg tccgaaggaa tgaggattcc acacctgcgg tccgccgtaa agatggaatc
tgatgttagc cttgatggtt tggtgacatc caactggcca cgacgatacg tcgtgtgcta
agggacacat tacgtgtccc cgccaaacca agacttgata gtcttggtcg ctgggaacca
tcccagcaaa ttccggttga tcctgccgga ggccattgc
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Figure 66.4 Base Sequences for Bacterium D.
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agagtttgat cctggctcag agcgaacgct ggcggcaggc ttaacacatg caagtcgaac
gggcgtagca atacgtcagt ggcagacggg tgagtaacgc gtgggaacgt accttttggt
tcggaacaac acagggaaac ttgtgctaat accggataag cccttacggg gaaagattta
tcgccgaaag atcggcccgc gtctgattag ctagttggtg aggtaatggc tcaccaaggc
gacgatcagt agctggtctg agaggatgat cagccacatt gggactgaga cacggcccaa
actcctacgg gaggcagcag tggggaatat tggacaatgg gcgaaagcct gatccagcca
tgccgcgtga gtgatgaagg ccctagggtt gtaaagctct tttgtgcggg aagataatga
cggtaccgca agaataagcc ccggctaact tcgtgccagc agccgcggta atacgaaggg
ggctagcgtt gctcggaatc actgggcgta aagggtgcgt aggcgggttt ctaagtcaga
ggtgaaagcc tggagctcaa ctccagaact gcctttgata ctggaagtct tgagtatggc
agaggtgagt ggaactgcga gtgtagaggt gaaattcgta gatattcgca agaacaccag
tggcgaaggc ggctcactgg gccattactg acgctgaggc acgaaagcgt ggggagcaaa
caggattaga taccctggta gtccacgccg taaacgatga atgccagccg ttagtgggtt
tactcactag tggcgcagct aacgctttaa gcattccgcc tggggagtac ggtcgcaaga
ttaaaactca aaggaattga cgggggcccg cacaagcggt ggagcatgtg gtttaattcg
acgcaacgcg cagaacctta ccagcccttg acatgtccag gaccggtcgc agagacgtga
ccttctcttc ggagcctgga gcacaggtgc tgcatggctg tcgtcagctc gtgtcgtgag
atgttgggtt aagtcccgca acgagcgcaa cccccgtcct tagttgctac catttagttg
agcactctaa ggagactgcc ggtgataagc cgcgaggaag gtggggatga cgtcaagtcc
tcatggccct tacgggctgg gctacacacg tgctacaatg gcggtgacaa tgggaagcta
aggggtgacc cttcgcaaat ctcaaaaagc cgtctcagtt cggattgggc tctgcaactc
gagcccatga agttggaatc gctagtaatc gtggatcagc atgccacggt gaatacgttc
ccgggccttg tacacaccgc ccgtcacacc atgggagttg gctttacctg aagacggtgc
gctaaccagc aatgggggca gccggccacg gtagggtcag cgactggggt gaagtcgtaa
caaggtagcc gtaggggaac ctgcggctgg atcacctcct t
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Figure 66.5 Base Sequences for one Archaeon.
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